Supplementary Figure S2:
Detailed plot of the correlation between experimental and back-calculated order parameters (1 st row), and chemical shifts (2-4 th row). Chemical shifts were calculated by shiftx2 [8] using default parameters. Correlations of the calculated shifts with experimental ones are reported in Table 1 . Figure S6 . Sequence alignment of the 100 PPIase domains used in the study. File generated by MAMMOTHMult based on the performed structure superposition.
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